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Cluster: 0431 mtu; resid: 0.49; r/c: 8/240

x.range

upstream meme PSSM #1; e=0.2

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra
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e

upstream meme PSSM #2; e=70

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17
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Rv0811c

Rv0839

fmu

Rv1405c

fmt

Rv2558

Rv1875

PPE53 string
operons −200 −100 −1

hypothetical protein: RV0811C−0.00

hypothetical protein: RV2558−0.31

hypothetical protein: RV1875−0.52

PPE FAMILY PROTEIN: RV3159C−6.17

hypothetical protein: RV0839−8.28

methionyl−tRNA formyltransferase: RV1406−20.20

PROBABLE FMU PROTEIN (SUN PROTEIN): RV1407−20.20

PUTATIVE METHYLTRANSFERASE: RV1405C−20.20

log10(P) upstream meme1 2 log10(P.clust)=−9.49; 8 seqs; 7 uniq
c(0.5, 2.5)
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