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Cluster: 0439 mtu; resid: 0.56; r/c: 15/238
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Cluster: 0439 mtu; resid: 0.56; r/c: 15/238

x.range

upstream meme PSSM #1; e=0.00021

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.0026

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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sodC

Rv0433

fumC Rv3722c

htpG
glyS

fixA

Rv2000Rv2001

fabG3

recR

Rv3716c

Rv3030
Rv3031

Rv2271 string
operons −200 −100 −1

recombination protein RecR: RV3715C−3.74

hypothetical protein: RV3716C−3.74

ROBABLE PERIPLASMIC SUPEROXIDE DISMUTASE [CU−ZN] SODC: RV0432−4.04

hypothetical protein: RV0433−4.04

hypothetical protein: RV2271−5.43

fumarate hydratase: RV1098C−5.49

hypothetical protein: RV3722C−6.05

hypothetical protein: RV2000−6.18

hypothetical protein: RV2001−6.18

sone reductase) ((R)−20−hydroxysteroid dehydrogenase): RV2002−6.18

glycyl−tRNA synthetase: RV2357C−6.31

heat shock protein 90: RV2299C−9.08

hypothetical protein: RV3031−17.45

LECTRON TRANSFER FLAVOPROTEIN SMALL SUBUNIT) (ETFSS): RV3029C−17.45

hypothetical protein: RV3030−17.45

log10(P) upstream meme1 2 log10(P.clust)=−7.92; 15 seqs; 10 uniq
c(0.5, 2.5)
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