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x.range

upstream meme PSSM #1; e=75

1 3 5 7 9 11 13 151 3 5 7 9 11 13 15
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upstream meme PSSM #2; e=120

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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Rv0842 uspA
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Rv0828c

Rv0258c

Rv0918 PE24

string
operons −200 −100 −1

hypothetical protein: RV0449C−0.03

SCRIPTIONAL REGULATORY PROTEIN (PROBABLY GNTR−FAMILY): RV0494−0.12

POSSIBLE DEAMINASE: RV0828C−0.12

PROBABLE CONSERVED INTEGRAL MEMBRANE PROTEIN: RV0842−0.16

hypothetical protein: RV2492−0.39

PPE FAMILY PROTEIN: RV0453−0.55

POSSIBLE EXPORTED PROTEIN: RV0603−1.30

hypothetical protein: RV3195−1.62

hypothetical protein: RV0918−3.95

hypothetical protein: RV0258C−4.61

POSSIBLE PE FAMILY−RELATED PROTEIN: RV2408−4.66

OBABLE CONSERVED INTEGRAL MEMBRANE TRANSPORT PROTEIN: RV1672C−4.67

NSPORT INTEGRAL MEMBRANE PROTEIN ABC TRANSPORTER USPB: RV2317−5.35

NSPORT INTEGRAL MEMBRANE PROTEIN ABC TRANSPORTER USPA: RV2316−5.35

POSSIBLE CONSERVED EXPORTED PROTEIN: RV0584−6.68

hypothetical protein: RV0095C−13.56

PPE FAMILY PROTEIN: RV0096−13.56

log10(P) upstream meme1 2 log10(P.clust)=−3.92; 17 seqs; 16 uniq
c(0.5, 2.5)
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