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hypothetical protein: RV1148C−8.63

hypothetical protein: RV2087−9.21

NSERVED HYPOTHETICAL INTEGRAL MEMBRANE PROTEIN YRBE3A: RV1964−11.19

MCE−FAMILY PROTEIN MCE3A: RV1966−11.19

MCE−FAMILY PROTEIN MCE3D: RV1969−11.19

MCE−FAMILY PROTEIN MCE3F: RV1971−11.19

NSERVED HYPOTHETICAL INTEGRAL MEMBRANE PROTEIN YRBE3B: RV1965−11.19

MCE−FAMILY PROTEIN MCE3B: RV1967−11.19

MCE−FAMILY PROTEIN MCE3C: RV1968−11.19

AMILY LIPOPROTEIN LPRM (MCE−FAMILY LIPOPROTEIN MCE3E): RV1970−11.19

POSSIBLE CONSERVED MCE ASSOCIATED MEMBRANE PROTEIN: RV1973−11.19

POSSIBLE MEMBRANE PROTEIN: RV1249C−13.61

PROBABLE DRUG−TRANSPORT INTEGRAL MEMBRANE PROTEIN: RV1250−13.61

hypothetical protein: RV0893C−13.88

SCRIPTIONAL REGULATORY PROTEIN (POSSIBLY LUXR−FAMILY): RV0894−13.88

log10(P) upstream meme1 2 log10(P.clust)=−11.57; 15 seqs; 7 uniq
c(0.5, 2.5)
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