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upstream meme PSSM #1; e=60

1 3 5 7 91 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=620

1 3 5 7 91 3 5 7 9

●

●

●

●

●

●

●

●

●

Rv1670

Rv1671

PPE43
PE27

Rv2862c

Rv3654c

PPE48

Rv3167c

Rv3777

string
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PROBABLE OXIDOREDUCTASE: RV3777−1.89

hypothetical protein: RV2862C−2.70

hypothetical protein: RV1670−3.01

PROBABLE MEMBRANE PROTEIN: RV1671−3.01

CRIPTIONAL REGULATORY PROTEIN (PROBABLY TETR−FAMILY): RV3167C−3.12

hypothetical protein: RV3654C−3.16

PPE FAMILY PROTEIN: RV3022C−4.26

PPE FAMILY PROTEIN: RV2768C−5.45

PE FAMILY PROTEIN: RV2769C−5.45

log10(P) upstream meme1 2 log10(P.clust)=−3.56; 9 seqs; 7 uniq
c(0.5, 2.5)
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