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Cluster: 0463 mtu; resid: 0.52; r/c: 12/241
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Cluster: 0463 mtu; resid: 0.52; r/c: 12/241

x.range

upstream meme PSSM #1; e=4.1e−12

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.1e−07

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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Rv0580c

Rv0581

Rv0582

Rv3385c
Rv3386

Rv3387

PE_PGRS52

Rv1036c

Rv2825c

Rv2828c

Rv3384c

Rv2293c

string
operons −200 −100 −1

hypothetical protein: RV2828C−2.19

hypothetical protein: RV2825C−3.40

hypothetical protein: RV2293C−4.10

hypothetical protein: RV0580C−7.51

hypothetical protein: RV0581−7.51

hypothetical protein: RV0582−7.51

truncated IS1560 transposase: RV1036C−13.59

PE−PGRS FAMILY PROTEIN: RV3388−15.28

hypothetical protein: RV3384C−18.91

hypothetical protein: RV3385C−18.91

POSSIBLE TRANSPOSASE: RV3386−18.91

POSSIBLE TRANSPOSASE: RV3387−18.91

log10(P) upstream meme1 2 log10(P.clust)=−11.39; 12 seqs; 9 uniq
c(0.5, 2.5)
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