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x.range

upstream meme PSSM #1; e=6.1e−25
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x.range
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upstream meme PSSM #2; e=3.8e−15

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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esxI esxJ

esxN

Rv1794

lpqH Rv2409c

Rv2410c
Rv2411c

add
deoA cdd

sdhC
sdhD

sdhA
sdhB

PE19

esxO

esxL

RV1792esxV

string
operons −200 −100 −1

RV1792NA
ESAT−6 LIKE PROTEIN ESXJ (ESAT−6 LIKE PROTEIN 2): RV1038C−0.04

hypothetical protein: RV1794−2.82
19 KDA LIPOPROTEIN ANTIGEN PRECURSOR LPQH: RV3763−4.61

PE FAMILY PROTEIN: RV1791−4.95
hypothetical protein: RV2409C−5.40
hypothetical protein: RV2410C−5.40
hypothetical protein: RV2411C−5.40

adenosine deaminase: RV3313C−15.00
thymidine phosphorylase: RV3314C−15.00

cytidine deaminase: RV3315C−15.00
CTASE) (FUMARATE DEHYDROGENASE) (FUMARIC HYDROGENASE): RV3316−15.00
CTASE) (FUMARATE DEHYDROGENASE) (FUMARIC HYDROGENASE): RV3317−15.00

succinate dehydrogenase flavoprotein subunit: RV3318−15.00
succinate dehydrogenase iron−sulfur subunit: RV3319−15.00

IVE ESAT−6 LIKE PROTEIN ESXO (ESAT−6 LIKE PROTEIN 6): RV2346C−20.95
TIVE ESAT−6 LIKE PROTEIN ESXL (ESAT−6 LIKE PROTEIN 4): RV1198−20.95
IVE ESAT−6 LIKE PROTEIN ESXI (ESAT−6 LIKE PROTEIN 1): RV1037C−21.72

TIVE ESAT−6 LIKE PROTEIN ESXN (ESAT−6 LIKE PROTEIN 5): RV1793−21.72
IVE ESAT−6 LIKE PROTEIN ESXV (ESAT−6 LIKE PROTEIN 1): RV3619C−21.72

log10(P) upstream meme1 2 log10(P.clust)=−12.67; 20 seqs; 13 uniq
c(0.5, 2.5)
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