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x.range

upstream meme PSSM #1; e=0.082
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x.range

y.
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e

upstream meme PSSM #2; e=0.29

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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Rv3353cstring
operons −200 −100 −1

hypothetical protein: RV3353C−11.30

hypothetical protein: RV0911−12.26

hypothetical protein: RV1482C−17.66

TEIN REDUCTASE) (MYCOLIC ACID BIOSYNTHESIS A PROTEIN): RV1483−17.66

enoyl−(acyl carrier protein) reductase: RV1484−17.66

ferrochelatase: RV1485−17.66

log10(P) upstream meme1 2 log10(P.clust)=−15.70; 6 seqs; 4 uniq
c(0.5, 2.5)
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