2000

13 Oct 25 14:25:18 iter
cMonkey Version 4.9.8 mtu

A

Cluster: 0484 mtu; resid: 0.42; r/c: 14/162

i

o
‘T|_

|
|
T T T T
500 1000 1500 2000
upstream meme PSSM #1; e=270 upstream meme PSSM #2; e=200
log10(P) upstream meme log10(P.clust)=—3.59; 14 segs; 8 uniq
-6.33 1 . 505 ribosomal protein L9: RV0056
-4.41 —hypotheticat-protein:[RV28400
-4.29 .-ﬁ*}ﬁbo"nakpﬂnekFSEE.ll....
-4.15 Possible-23S rRNA methyltrandfrase tsnR: RV1644
T -4.15 1505 ribosomal™Brotein L20: RV1643
Ag c -4.15 /505 ribosomal™Brotein L35: RV1642
° 18 5 7 9 18I 415 translation initiatiof™actor IF-3: RV1641
-4.08 505 ribosomal protein L21: RV2442C
-4.08 505 ribosomat protein 1-27:(RV2441C
il -3.77 ) ) = hypothetical-protein: RV0061
-1.82 505 ribosomat-protein-1-34: RV3924C
%0 _1.82 ™ ribonuclease P: RV3923C
RV -1.82 Tl nypothetical protein: RV3922C
-1.18 pyrimidline’egulatory protein PyrR: RV1379

-200 -100 -1

= Operons



