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x.range

upstream meme PSSM #1; e=44

1 3 5 7 9 111 3 5 7 9
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upstream meme PSSM #2; e=6.9e+03
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Rv2709

string
operons −200 −100 −1

hypothetical protein: RV0617−0.13

hypothetical protein: RV0298−1.90

hypothetical protein: RV0299−1.90

hypothetical protein: RV1397C−2.02

hypothetical protein: RV1398C−2.02

PROBABLE INTEGRASE (FRAGMENT): RV1054−2.27

POSSIBLE INTEGRASE (FRAGMENT): RV1055−2.27

hypothetical protein: RV1102C−2.65

PPE FAMILY PROTEIN: RV0442C−3.12

hypothetical protein: RV3099C−4.00

PE−PGRS FAMILY PROTEIN: RV1396C−10.07

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV2709−10.57

log10(P) upstream meme1 2 log10(P.clust)=−3.58; 12 seqs; 9 uniq
c(0.5, 2.5)
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