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excinuclease ABC subunit C: RV1420−0.00

hypothetical protein: RV1817−0.13

TRANSTRANSFERASE) (FARNESYL PYROPHOSPHATE SYNTHETASE): RV1086−0.34

riboflavin synthase subunit alpha: RV1412−0.63

POSSIBLE OXIDOREDUCTASE: RV0561C−0.63

hypothetical protein: RV0791C−1.42

hypothetical protein: RV0790C−1.42

CRIPTIONAL REGULATORY PROTEIN (PROBABLY GNTR−FAMILY): RV0792C−1.42

hypothetical protein: RV3700C−1.80

hypothetical protein: RV3701C−1.80

hypothetical protein: RV3702C−1.80

hypothetical protein: RV3703C−1.80

log10(P) upstream meme1 2 log10(P.clust)=−1.10; 12 seqs; 7 uniq
c(0.5, 2.5)

13
 O

ct
 2

5 
14

:2
5:

18
 it

er
=

20
00

cM
on

ke
y 

V
er

si
on

 4
.9

.8
 m

tu


