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upstream meme PSSM #1; e=0.68
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lprI

Rv2529

string −200 −100 −1

hypothetical protein: RV2529−0.63

Possible lipoprotein lprI: RV1541C−1.57

GLYCOLIPID SULFOTRANSFERASE: RV1373−2.07

SCRIPTIONAL REGULATORY PROTEIN (PROBABLY LUXR−FAMILY): RV0195−2.18

PROBABLE AMINOTRANSFERASE: RV0075−7.21

PROBABLE OXIDOREDUCTASE: RV0077C−9.68

PROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV0078−9.68

log10(P) upstream meme1 2 log10(P.clust)=−4.72; 7 seqs; 7 uniq
c(0.5, 2.5)

13
 O

ct
 2

5 
14

:2
5:

18
 it

er
=

20
00

cM
on

ke
y 

V
er

si
on

 4
.9

.8
 m

tu


