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Cluster: 0499 mtu; resid: 0.50; r/c: 7/239
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Probable conserved lipoprotein lppM: RV2171−0.11

ylacyl−CoA racemase) (2−arylpropionyl−CoA epimerase ): RV1143−1.74

PROBABLE SHORT−CHAIN TYPE DEHYDROGENASE/REDUCTASE: RV1144−1.74

POSSIBLE ACYL−CoA DEHYDROGENASE FADE36: RV3761C−2.03

hypothetical protein: RV3099C−2.40

hypothetical protein: RV2562−2.76

hypothetical protein: RV3091−2.87

log10(P) upstream meme log10(P.clust)=−1.95; 7 seqs; 6 uniq
c(0.5, 2.5)

13
 O

ct
 2

5 
14

:2
5:

18
 it

er
=

20
00

cM
on

ke
y 

V
er

si
on

 4
.9

.8
 m

tu


