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x.range

upstream meme PSSM #1; e=0.0025

1 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.1

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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Rv0203

Rv1209

Rv2146c

Rv2802c

Rv3647c

Rv2738c
Rv2862c

Rv3483c

Rv2446c

folCvalS

Rv2449c

cysS

Rv2740

Rv3482c

Rv3579c

fdxB

string
operons −200 −100 −1

Possible conserved transmembrane protein: RV2146C−1.65
HYPOTHETICAL ARGININE AND ALANINE RICH PROTEIN: RV2802C−1.86

POSSIBLE ELECTRON TRANSFER PROTEIN FDXB: RV3554−2.14
hypothetical protein: RV1209−2.44

PROBABLE CONSERVED MEMBRANE PROTEIN: RV3482C−2.77
hypothetical protein: RV3483C−2.77

POSSIBLE TRNA/RRNA METHYLTRANSFERASE: RV3579C−4.30
cysteinyl−tRNA synthetase: RV3580C−4.30

hypothetical protein: RV2738C−5.05
hypothetical protein: RV2862C−5.24

hypothetical protein: RV2740−6.26
N FOLC (FOLYLPOLY−GAMMA−GLUTAMATE SYNTHETASE) (FPGS): RV2447C−6.39

PROBABLE CONSERVED INTEGRAL MEMBRANE PROTEIN: RV2446C−6.39
valyl−tRNA synthetase: RV2448C−6.39

hypothetical protein: RV0201C−7.06
BLE CONSERVED TRANSMEMBRANE TRANSPORT PROTEIN MMPL11: RV0202C−7.06

POSSIBLE EXPORTED PROTEIN: RV0203−7.06
hypothetical protein: RV2449C−10.55
hypothetical protein: RV3647C−10.67

log10(P) upstream meme1 2 log10(P.clust)=−5.28; 19 seqs; 14 uniq
c(0.5, 2.5)
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