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x.range

upstream meme PSSM #1; e=1.6e−05
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x.range

y.
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upstream meme PSSM #2; e=0.00038

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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Rv0008c

ppiA

Rv1950c

Rv1951c

Rv1952

Rv1953

Rv2020c

Rv2021c

Rv2022c

Rv2023c

sigM

Rv3912

Rv1949c
Rv1081c

string
operons −200 −100 −1

hypothetical protein: RV1949CNA

RNA polymerase sigma factor SigM: RV3911−3.78

HYPOTHETICAL ALANINE RICH PROTEIN: RV3912−3.78

PROBABLE CONSERVED MEMBRANE PROTEIN: RV1081C−3.88

hypothetical protein: RV2020C−4.58

hypothetical protein: RV2023C−5.36

POSSIBLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV2021C−5.80

hypothetical protein: RV2022C−5.80

POSSIBLE MEMBRANE PROTEIN: RV0008C−13.34

YL CIS−TRANS ISOMERASE A PPIA (PPIase A) (ROTAMASE A): RV0009−13.34

hypothetical protein: RV1953−15.13

hypothetical protein: RV1950C−15.13

hypothetical protein: RV1951C−15.13

hypothetical protein: RV1952−15.13

log10(P) upstream meme1 2 log10(P.clust)=−9.25; 14 seqs; 10 uniq
c(0.5, 2.5)
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