Cluster: 0507 mtu; resid: 0.50; r/c: 14/238
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log10(P) upstream meme log10(P.clust)=—8.36; 14 segs; 12 uniq
-16.30 ——PUTATIVE OXIDOREDUCTASE RV0306
-16.30 —————PPE-FAMILY-PROTEIN:(RV03050
-16.30 mmm PPE FAMILY PROTEIN: RV0304C
-14.18 . RBEFAMILY PROTEIN: RV0096
-14.18 hypoff&fital protein: RVO095C

SSIBtE B-ALPHA-D-HEPTOSE-7-PHOSRHATE KINASE HDDA: RV0115
11 16 £ @MHB (D-BLYEERO-D-MANNO-HEPTOSE 7-PHOSPHATE KINASE): RV0114

-5.98 ~—hypothetical protein: RV0895
-5.26 1 hypotheticat protein: RV1760
PRBBABLE CONSERVED INTEGRAL MEMBRANE PROTEIN: RV0246
-4.16 — hypothetical-protein: RV1509
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