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Cluster: 0517 mtu; resid: 0.45; r/c: 7/237
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Cluster: 0517 mtu; resid: 0.45; r/c: 7/237

x.range

upstream meme PSSM #1; e=770

1 3 5 7 91 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.6e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6
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pimE
Rv2333c

string
operons −200 −100 −1

hypothetical protein: RV3312C−0.29

PROBABLE ACYL−CoA DEHYDROGENASE FADE3: RV0215C−2.22

hypothetical protein: RV0664−2.46

hypothetical protein: RV0665−2.46

mannosyltransferase: RV1159−6.18

OBABLE CONSERVED INTEGRAL MEMBRANE TRANSPORT PROTEIN: RV2333C−9.72

hypothetical protein: RV0597C−9.98

log10(P) upstream meme1 2 log10(P.clust)=−4.76; 7 seqs; 6 uniq
c(0.5, 2.5)
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