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upstream meme PSSM #1; e=3.8e−13
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excinuclease ABC subunit A: RV1638−0.41

POSSIBLE CONSERVED MEMBRANE PROTEIN: RV0538−1.00

Probable hypothetical membrane protein: RV1615−4.09

hypothetical protein: RV1616−4.09

lipid−transfer protein: RV2790C−5.66

cytidylate kinase: RV1712−6.81

PROBABLE TRANSPOSASE: RV0920C−8.26

POSSIBLE RESOLVASE: RV0921−8.43

POSSIBLE TRANSPOSASE: RV0922−8.43

INE−PROTEIN KINASE J PKNJ (PROTEIN KINASE J) (STPK J): RV2088−9.28

PROBABLE TRANSPOSASE: RV2791C−11.94

POSSIBLE RESOLVASE: RV2792C−11.94

POSSIBLE RESOLVASE: RV0605−12.49

POSSIBLE TRANSPOSASE (FRAGMENT): RV0606−12.49

thiamine monophosphate kinase: RV2977C−12.64

PROBABLE TRANSPOSASE: RV2978C−12.64

PROBABLE RESOLVASE: RV2979C−12.64

POSSIBLE CONSERVED SECRETED PROTEIN: RV2980−12.64

log10(P) upstream meme1 2 log10(P.clust)=−8.66; 18 seqs; 12 uniq
c(0.5, 2.5)
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