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Cluster: 0531 mtu; resid: 0.54; r/c: 11/244
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Cluster: 0531 mtu; resid: 0.54; r/c: 11/244

x.range

upstream meme PSSM #1; e=3.3e+03

1 3 5 7 91 3 5 7 9

x.range

y.
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upstream meme PSSM #2; e=2.4e+03

1 3 5 7 91 3 5 7 9
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purURV3724

string
operons −200 −100 −1

RV3724NA

hypothetical protein: RV1959C−1.69

hypothetical protein: RV1960C−1.69

hypothetical protein: RV0749−2.15

NSERVED HYPOTHETICAL INTEGRAL MEMBRANE PROTEIN YRBE2B: RV0588−2.90

MCE−FAMILY PROTEIN MCE2A: RV0589−2.90

MCE−FAMILY PROTEIN MCE2B: RV0590−2.90

HYDROFOLATE DEFORMYLASE PURU (FORMYL−FH(4) HYDROLASE): RV2964−2.94

MCE−FAMILY PROTEIN MCE3F: RV1971−3.30

hypothetical protein: RV0549C−3.41

hypothetical protein: RV3178−4.57

log10(P) upstream meme1 2 log10(P.clust)=−2.84; 11 seqs; 8 uniq
c(0.5, 2.5)
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