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Cluster: 0532 mtu; resid: 0.51; r/c: 10/239
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Cluster: 0532 mtu; resid: 0.51; r/c: 10/239

x.range

upstream meme PSSM #1; e=0.00022

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.047

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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Rv2183c
TB16.3

Rv3233c
Rv3234c

Rv3231c

Rv3235

sigJ

Rv3329

string
operons −200 −100 −1

hypothetical protein: RV3231C−0.05

 PROTEIN PVDS (PROBABLE RNA POLYMERASE SIGMA FACTOR): RV3232C−0.05

hypothetical protein: RV2183C−0.29

hypothetical protein: RV2185C−0.29

POSSIBLE HEMOLYSIN−LIKE PROTEIN: RV1085C−0.36

RNA polymerase sigma factor SigJ: RV3328C−16.28

hypothetical protein: RV3329−16.28

hypothetical protein: RV3233C−16.63

hypothetical protein: RV3234C−16.63

HYPOTHETICAL ALANINE ARGININE PROLINE RICH PROTEIN: RV3235−16.63

log10(P) upstream meme1 2 log10(P.clust)=−8.35; 10 seqs; 7 uniq
c(0.5, 2.5)
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