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x.range

upstream meme PSSM #1; e=1e−06
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x.range
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upstream meme PSSM #2; e=0.98
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Rv2551c

aroE

Rv2553c

Rv2554c

ruvC

ruvB
ruvA

xerC

Rv2596
lexA

dnaE2

string
operons −200 −100 −1

hypothetical protein: RV2551C−5.08

shikimate 5−dehydrogenase: RV2552C−5.08

PROBABLE CONSERVED MEMBRANE PROTEIN: RV2553C−5.08

Holliday junction resolvase−like protein: RV2554C−5.08

site−specific tyrosine recombinase XerC: RV2894C−5.80

LexA repressor: RV2720−11.68

error−prone DNA polymerase: RV3370C−13.64

Holliday junction DNA helicase B: RV2592C−19.31

Holliday junction DNA helicase motor protein: RV2593C−19.31

Holliday junction resolvase: RV2594C−19.31

hypothetical protein: RV2596−19.31

log10(P) upstream meme1 2 log10(P.clust)=−11.70; 11 seqs; 6 uniq
c(0.5, 2.5)
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