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Cluster: 0550 mtu; resid: 0.45; r/c: 7/240
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Cluster: 0550 mtu; resid: 0.45; r/c: 7/240

x.range

upstream meme PSSM #1; e=0.23

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=6.9

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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glbN

Rv1543

Rv1544

Rv3384cRv3385c

Rv1988

lprH

string
operons −200 −100 −1

PROBABLE LIPOPROTEIN LPRH: RV1418−5.05

PROBABLE METHYLTRANSFERASE: RV1988−10.26

hypothetical protein: RV3384C−11.45

hypothetical protein: RV3385C−11.45

Probable hemoglobin glbN: RV1542C−16.68

POSSIBLE FATTY ACYL−CoA REDUCTASE: RV1543−16.68

Possible ketoacyl reductase: RV1544−16.68

log10(P) upstream meme1 2 log10(P.clust)=−12.61; 7 seqs; 5 uniq
c(0.5, 2.5)
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