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hypothetical protein: RV1155−1.15

haloalkane dehalogenase: RV2579−2.47

hypothetical protein: RV2718C−3.39

Probable conserved transmembrane protein: RV2197C−3.59

PROBABLE CONSERVED MEMBRANE PROTEIN MMPS3: RV2198C−3.59

hypothetical protein: RV2342−3.63

hypothetical protein: RV2405−3.82

PROBABLE CONSERVED MEMBRANE PROTEIN: RV0199−4.17

Probable conserved lipoprotein LppL: RV2138−4.40

hypothetical protein: RV2137C−4.67

ribulose−phosphate 3−epimerase: RV1408−5.17

phosphoribosylamino) uracil reductase (HTP reductase): RV1409−5.17

log10(P) upstream meme1 2 log10(P.clust)=−3.77; 12 seqs; 10 uniq
c(0.5, 2.5)
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