Cluster: 0564 mtu; resid: 0.54; r/c: 12/246

|
o I
25 I
QE
Lo
.8::. M \
[ee)
E S o \ ‘
Nz’ ‘ | ‘ ‘
52 |
&g
85
9% I
a° [
|
|
o | |
! T T T T
500 1000 1500 2000
upstream meme PSSM #1; e=0.55 upstream meme PSSM #2; e=7.4
. . log10(P) upstream meme log10(P.clust)=—3.77; 12 seqs; 10 uniq
=5.17 phosphoribosylaming) uracil- reductasey(HTP reductase): RV1409
-5.17 m'ibulose—phosphate 3-epimerase: RV1408
-4.67 .—hypet-heﬁea}-prﬂiﬁ_
A -4.40 | Probable-conserved-lipgpiotein-tppL: RV2138
AC 1AL -417  PROBABLE CONSERVED MEMBRANE PROTEIN: RV0199
1 2 3 4 5 6 1 3 5 7 9 11 13 -3.82 -—WM_
dheA -3.63 ———hypothetieat proteifl. RV2342
-BROBABLE CONSERVED MEMBRANE PROTEIN-MMPS3: RV2198C
i Gy | 55 [
' j 7 -3.59 Probable-conservel'transmembrane protein:RV2197C
Rvavlge -3.39 ———Hhypothsgiicat-protein: [RV2718C
247~ haloalkane dehalogenasé: RV2579
"’ -1.15 hypothetical protein: RV1155

Rva402Z CI00 -200 -100 -1




