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Cluster: 0570 mtu; resid: 0.43; r/c: 15/153
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Cluster: 0570 mtu; resid: 0.43; r/c: 15/153

x.range

upstream meme PSSM #1; e=2.4e−80

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=9.8e−56

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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Rv0796

Rv0797

Rv1369c

Rv2106

Rv2279

Rv2355

Rv2649

Rv3185

Rv3187

Rv3475

Rv3326

PPE39

Rv2167cRv2479c

Rv2814c

string
operons −200 −100 −1

PROBABLE TRANSPOSASE: RV2167CNA

BLE TRANSPOSASE FOR INSERTION SEQUENCE ELEMENT IS6110: RV2649NA

PROBABLE TRANSPOSASE: RV1369C−0.03

PROBABLE TRANSPOSASE: RV2479C−6.73

IVE TRANSPOSASE FOR INSERTION SEQUENCE ELEMENT IS6110: RV0796−19.84

IS1547 transposase: RV0797−19.84

PROBABLE TRANSPOSASE: RV2106−19.84

PROBABLE TRANSPOSASE: RV2279−19.84

PPE FAMILY PROTEIN: RV2353C−19.84

PROBABLE TRANSPOSASE: RV2355−19.84

PROBABLE TRANSPOSASE: RV2814C−19.84

PROBABLE TRANSPOSASE: RV3185−19.84

PROBABLE TRANSPOSASE: RV3187−19.84

PROBABLE TRANSPOSASE: RV3326−19.84

POSSIBLE TRANSPOSASE FOR INSERTION ELEMENT IS6110: RV3475−19.84

log10(P) upstream meme1 2 log10(P.clust)=−17.31; 15 seqs; 13 uniq
c(0.5, 2.5)
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