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Cluster: 0576 mtu; resid: 0.46; r/c: 5/234
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Cluster: 0576 mtu; resid: 0.46; r/c: 5/234

x.range

upstream meme PSSM #1; e=120

1 3 5 7 9 11 131 3 5 7 9 11 13

x.range

y.
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upstream meme PSSM #2; e=2.7e+03

1 3 5 7 9 11 131 3 5 7 9 11
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Rv0338c

mmpS2

RV0947C

dapE

Rv1473 −200 −100 −1

RV0947CNA

CROLIDE−TRANSPORT ATP−BINDING PROTEIN ABC TRANSPORTER: RV1473−5.59

PROBABLE IRON−SULFUR−BINDING REDUCTASE: RV0338C−5.96

PROBABLE CONSERVED MEMBRANE PROTEIN MMPS2: RV0506−7.00

dipeptidase: RV1202−7.44

log10(P) upstream meme1 2 log10(P.clust)=−6.50; 5 seqs; 5 uniq
c(0.5, 2.5)
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