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Cluster: 0589 mtu; resid: 0.56; r/c: 16/242
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-15.72 UTBHM carboxylase-like protein: RV1722
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dypothetical protein: RV0263C

OGEMOOSIDE 2-N-ACETYLTRANSFERASE AAC (AAC(2')-IC):[RV0262C
—LENSERVED HYPOTHETICAL ALANINE RICH PROTEIN:(RV2974C
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21c SPORT INTEGRAL MEMBRANE PROTEIN-ABC TRANSPORTER DPPB: RV3665C
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M -2.84 hypothetical-protein:[RV3662C
-2.62 hypothetical-protein: RV2232
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