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upstream meme PSSM #1; e=8.7e−05
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string
operons −200 −100 −1

hypothetical protein: RV2159C−0.18

hypothetical protein: RV3767C−0.23

hypothetical protein: RV2348C−0.39

hypothetical protein: RV1639C−1.36

OBABLE CONSERVED INTEGRAL MEMBRANE TRANSPORT PROTEIN: RV3236C−1.85

hypothetical protein: RV2160C−5.96

hypothetical protein: RV2406C−6.51

hypothetical protein: RV2261C−15.53

hypothetical protein: RV2262C−15.53

short chain dehydrogenase: RV2263−15.53

phosphoserine aminotransferase: RV0884C−17.80

hypothetical protein: RV0885−17.80

ODOXIN REDUCTASE) (AR) (FERREDOXIN−NADP(+) REDUCTASE): RV0886−17.80

log10(P) upstream meme1 2 log10(P.clust)=−8.96; 13 seqs; 11 uniq
c(0.5, 2.5)

13
 O

ct
 2

5 
14

:2
5:

18
 it

er
=

20
00

cM
on

ke
y 

V
er

si
on

 4
.9

.8
 m

tu


