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Cluster: 0010 dvu; resid: 0.48; r/c: 25/375

x.range

upstream meme PSSM #1; e=3.1

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
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ng
e

upstream meme PSSM #2; e=1.5e+03
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rpsG
rpsL

nusA
infB

carB
purF

fusA−1
DVU0511

prfA
DVU2913

purQ

prsA

DVU1078

DVU1077

nusG

pnp DVU0507

rpsR

DVU3310

DVU3308

hisS
typA

DVU1202

fabH

DVU0399

string
operons −200 −100 −1

30S ribosomal protein S18: DVU0957−0.18
amidophosphoribosyltransferase: DVU0161−0.24

carbamoyl−phosphate synthase, large subunit: DVU0162−0.24
transcription antitermination protein NusG: DVU2923−0.54

polynucleotide phosphorylase/polyadenylase: DVU0503−0.95
hypothetical protein: DVU0507−0.95

translation initiation factor IF−2: DVU0508−0.95
transcription elongation factor NusA: DVU0510−0.95

hypothetical protein: DVU0511−0.95
metallo−beta−lactamase family protein: DVU3308−1.11

ATP−dependent RNA helicase, DEAD/DEAH family: DVU3310−1.11
cytidine/deoxycytidylate deaminase family protein: DVU1202−1.66

3−oxoacyl−(acyl−carrier−protein) synthase III: DVU1207−1.66
30S ribosomal protein S12: DVU1298−1.76

30S ribosomal protein S7: DVU1299−1.76
elongation factor G: DVU1300−1.76

histidyl−tRNA synthetase: DVU3368−2.08
GTP−binding protein TypA: DVU2231−3.19

ribose−phosphate pyrophosphokinase: DVU1575−4.00
hypothetical protein: DVU0399−4.00

phosphoribosylformylglycinamidine synthase I: DVU1622−4.03
inner membrane protein, 60 kDa: DVU1077−4.24

R3H domain protein: DVU1078−4.24
lipoprotein, putative: DVU2913−4.44

peptide chain release factor 1: DVU2914−4.44
log10(P) upstream meme1 2 log10(P.clust)=−2.06; 25 seqs; 14 uniq

c(0.5, 2.5)
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