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Cluster: 0087 mmp; resid: 0.23; r/c: 23/38

x.range

upstream meme PSSM #1; e=360

1 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 11

x.range
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e

upstream meme PSSM #2; e=3.8e+03

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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MMP0604

aIF−1A

MMP0248MMP0247

MMP0246

MMP1425tfe

cofD
MMP0403

rpoF

MMP0033

MMP0398

MMP0412

MMP0878

pdaD

MMP0707

MMP0155 Antisense_1

iorA1

MMP0384

ywbE

MMP1480

MMP1710

string
operons −200 −100 −1

indolepyruvate oxidoreductase subunit alpha 1: MMP0316−0.00
hypothetical protein: MMP0403−0.00

LPPG:FO 2−phospho−(S)−lactate transferase: MMP0404−0.00
pyruvoyl−dependent arginine decarboxylase: MMP1582−0.05

hypothetical protein: MMP0155−0.09
Antisense_4−0.18

translation initiation factor IF−1A: MMP0603−0.21
hypothetical protein: MMP0604−0.21

tRNA 2'−O−methylase: MMP1425−0.29
Ribonuclease P−related protein: MMP0878−0.63

hypothetical protein: MMP1710−0.72
hypothetical protein: MMP0384−0.73
Na+/H+ exchanger: MMP0707−0.84
hypothetical protein: MMP0246−1.18

ribosomal biogenesis protein: MMP0247−1.18
DNA−directed RNA polymerase related protein: MMP0248−1.18

DNA−directed RNA polymerase subunit F: MMP0092−3.45
aconitase Family: MMP1480−4.05

LysR family member: MMP0033−4.13
transcription initiation factor E subunit alpha: MMP0036−4.13

hypothetical protein: MMP0412−4.48
hypothetical protein: MMP0398−4.77
hypothetical protein: MMP0671−6.79

log10(P) upstream meme1 2 log10(P.clust)=−1.71; 23 seqs; 18 uniq
c(0.5, 2.5)
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