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2000

11 Oct 11 16:14:07 iter
cMonkey Version 4.8.8 mmp

upstream meme PSSM #1; e=77

/5\ P

rC >

I
20

upstream meme PSSM #2; e=290

2A

0942 MmPoss1

Di§rans—poly-cis—d aprﬁ'iﬁﬁcistrar

JcAL

Unanno_t

MMR152

MMP134dm sying

@ Operons

30 40 50
l0og10(P) upstream meame log10(P.clust)=-1.95; 22 segs; 18 uniq
-9.37 1= orotate phuophimy{'ﬁ‘aﬁgel‘ﬂse* MMPO0O079
-9.37 — hypothetical-protein: MMP0OO78

-7.29 —Qy‘cefei—a—phme-eyhdylﬁmsfﬁsb* MMP0943
-7.29 = -hypothetlcal pl‘otelh MMP0942

_O 51 I Iy}JULI IClIbClI We"ﬁ_ _
Bhbtling-site:UbP—gltcose/GBP—mannose-dehydrofenase: MINMPOZE6

-049 —————————+ —-n— -hypotheticatprotein: HINIEOSED
-0.48 = - Unanno_61
-0.41 = hypothetical'protein: MMP1112
-0.41 = o hypothetical protein: MMP1109
-041 = Signal recognition particle protein SRP19: MMP1107

-0.33 —ygtyceratdehyde—3—phosphate-dehydrofenase: NMINIEOS28

-0.31midazoleglycerol—phosphate-synthase,-cyclase-stbunit: MNMP1722

-0.10 —*—————————hypotheticalp;otein: MMP0O881
-200 -100 -1




