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Cluster: 0159 mmp; resid: 0.23; r/c: 16/41
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Ipstream meme PSSM #1; e=1.2e—-09%upstream meme PSSM #2; e=2.4e+03

l0g10(P) upstream meme log10(P.clust)=—3.58; 16 seqs; 15 uniq
-12.82 ————ferredexin- MMP1329
-10.38endent pyridine nucleotide—disulphide oxidoredictase: MMP1332
-10.38 ————hypothetical protein- MMP1331

-416 - — — cation-transporting ATPase:
l|l l|l l|l l|l 372~ Nitroreductasé family: MMP1553
AA -2.22 hypothetical Btotein: MMP0546
A ACAm A Ac C -2.18 Glutamate synthase subunit-P8lated: MMP0496
3 45 6 7 8 1 6 1 16 21 217 nypotheticat-Fotein: NINIBONNS
g oA -2.09 - Chymotrypsin serine protease, faffily S1: MMP0785
MMREE32 -1.95 ~— — — — hypothetical pfotein- MMP1338
- — MMKQ;’ -1.68 —— Glycosyl transferase. group 1: MMP1293
dop MMBO7Ll =1, 4Q) e ~ hypothetical ffotein: MMP0190
-0.89 4 M hypothetical protein: MMP1256
IMRLS29  MP1338 eroh Mmpose —0.79 T = exonuclease Ill: MMP1012
-0.27 heavy-metal transport ATPase related protein: MMP1164
MVROLLS n&@“’w 0546 -0.09 , . hypothetical protein: MMP0543

MMPR = Sherens -200 -100 -1



