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Cluster: 0008 ptr; resid: 0.47; r/c: 29/25
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upstream meme PSSM #1; e=4.4e+03
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49578−0.04
7957−0.09

46353−0.12
12510−0.15
34681−0.16
16648−0.24
44814−0.34
32041−0.38
38498−0.60
44327−0.60
47217−0.66
41116−1.21
31819−1.76
45608−2.20
45057−2.22
48726−2.33
49797−2.37
42603−2.41
35854−2.48
37468−2.59
37769−2.81
43987−3.83
47293−4.02
39448−4.18
18228−5.18
38448−6.53
47106−6.53
36426−8.84

log10(P) upstream meme1 2 log10(P.clust)=−2.32; 29 seqs; 29 uniq
c(0.5, 2.5)
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