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Cluster: 0110 ptr; resid: 0.50; r/c: 53/78

x.range

upstream meme PSSM #1; e=2.1e+04

1 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
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upstream meme PSSM #2; e=2.3e+04

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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51366−52826_iron−sulfur

6076

81332−81544_thiamine

8815

c12805−12701_hypothetical

c6295−5960_hypothetical

c7261−6302_hypothetical

c8149−7277_Rubisco

string −500 −400 −300 −200 −100 −1
51366−52826_iron−sulfurNA 81332−81544_thiamineNA c12805−12701_hypotheticalNA c6295−5960_hypotheticalNA c7261−6302_hypotheticalNA c8149−7277_RubiscoNA 14787−0.08 48934−0.13 12456−0.14 48332−0.21 48566−0.22 6076−0.26 45315−0.32 48175−0.42 8815−0.46 49457−0.54 50437−0.57 40658−0.58 1196−0.63 48506−0.67 38018−0.69 46231−0.70 10454−0.80 47903−0.86 35855−0.87 47591−0.98 38755−1.02 38884−1.15 50193−1.22 39877−1.22 45142−1.22 40154−1.34 48933−1.44 23694−1.56 37978−1.62 45819−1.67 45275−1.94 1946−2.23 29381−2.36 10948−2.39 45288−2.61 43886−3.04 47325−3.32 46151−3.37 43279−3.76 50273−4.45 50155−5.12 49537−5.49 49181−6.02 46118−6.53 16063−7.63 48777−9.21 14373−9.46log10(P) upstream meme1 2 log10(P.clust)=−2.18; 53 seqs; 48 uniq

c(0.5, 2.5)
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