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96185−96592_50S
96633−97163_30S

97184−98455_preprotein

98616−98987_30S

99026−99418_30S
99445−100380_DNA−directed

c11774−10497_hypothetical

c26193−25501_50S

c5863−5747_photosystem

c83685−81565_phenylalanine

string −500 −400 −300 −200 −100 −1
100445−100912_50SNA
100949−101365_30SNA
101644−102024_30SNA
102123−102593_30SNA

102669−103898_translationNA
41126−43216_DNA−directedNA
43246−47493_DNA−directedNA

47577−48257_30SNA
61526−61864_50SNA

61942−63306_hypotheticalNA
84517−86118_60NA

88231−88854_50SNA
88894−89541_50SNA
89534−89842_50SNA
89859−90686_50SNA
90730−91008_30SNA
91703−92050_50SNA
92096−92740_30SNA
92773−93189_50SNA
94124−94372_50SNA
94374−95090_50SNA
95538−96074_50SNA
96185−96592_50SNA
96633−97163_30SNA

97184−98455_preproteinNA
98616−98987_30SNA
99026−99418_30SNA

99445−100380_DNA−directedNA
c11774−10497_hypotheticalNA

c26193−25501_50SNA
c5863−5747_photosystemNA

c83685−81565_phenylalanineNA
37067−5.69
48850−6.44

8802−7.00
15186−7.74
35185−7.92

log10(P) upstream meme1 2 log10(P.clust)=−6.96; 37 seqs; 6 uniq
c(0.5, 2.5)
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