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Cluster: 0222 ptr; resid: 0.32; r/c: 25/80

x.range

upstream meme PSSM #1; e=1.6e−05

1 3 5 7 9 111 3 5 7 9 11

x.range

y.
ra
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e

upstream meme PSSM #2; e=1.2e+04

1 3 5 7 9 11 131 3 5 7 9 11 13
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708−0.01
44427−0.03
28743−0.05
49385−0.14

7114−0.33
9879−0.37

41659−0.42
8982−0.45

33651−0.49
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43226−2.17
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44473−3.95
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48720−5.38
49026−6.20

log10(P) upstream meme1 2 log10(P.clust)=−2.12; 25 seqs; 25 uniq
c(0.5, 2.5)
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