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Rv1597

Rv3225c
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Rv0076c

Rv1132string
operons −200 −100 −1

hypothetical protein: RV1597−0.72

PROBABLE MEMBRANE PROTEIN: RV0076C−1.03

hypothetical protein: RV1132−1.16

POSSIBLE LIPASE LIPV: RV3203−1.26

SSIBLE DNA−METHYLTRANSFERASE (MODIFICATION METHYLASE): RV3204−1.26

POSSIBLE TRANSFERASE: RV3225C−1.61

log10(P) upstream meme1 2 log10(P.clust)=−1.18; 6 seqs; 5 uniq
c(0.5, 2.5)
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