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Cluster: 0022 mtu; resid: 0.48; r/c: 11/167
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Cluster: 0022 mtu; resid: 0.48; r/c: 11/167

x.range

upstream meme PSSM #1; e=4.7e−17

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=4.9e−11

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6
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rpmB

Rv0106
rpsN

rpmG

rpsR

rpmB

PPE3
Rv0281

Rv2059

Rv2060

Rv2990c

string
operons −200 −100 −1

Possible conserved integral membrane protein: RV2060−0.43

hypothetical protein: RV2990C−3.06

PPE FAMILY PROTEIN: RV0280−9.56

hypothetical protein: RV0281−9.56

50S ribosomal protein L28: RV0105C−10.64

hypothetical protein: RV0106−10.64

30S ribosomal protein S18: RV2055C−11.00

30S ribosomal protein S14: RV2056C−11.00

50S ribosomal protein L33: RV2057C−11.00

50S ribosomal protein L28: RV2058C−11.00

hypothetical protein: RV2059−11.00

log10(P) upstream meme log10(P.clust)=−8.99; 11 seqs; 7 uniq
c(0.5, 2.5)
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