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-19. PROBABLE HYDROXYLAMINOBENZENE MUTAS

-19.15 POSSIBLE HYDROLASE: RV3077
-19.15 ~ hypothetical protein: RV3076
-19.15 hyB6thetical protein: RV3075C
-8.29 methyimalonyglg& oA mutase: RV1493

ETHE_RAALONYE-CoA-MUTASE-SMALL-SUBUN g TA (MEM)IRVIZ92

-6.60 enoyl-CoA hydratase: RV3774

mu
P&{ELEEEN’ZOQUINONE METHYLTRANSFERASE (METHYLASE):[RV0560C

-6.17 POSSIBLE CONSERVED SECRETED PROTEIN: RV0559C
-6.07 e hypothetical protein: RV0455C
-0.590SSIBLE CONSERVED TRANSMEMBRANE PROTEIN: RV0200
-0.50 ——————PROBABLE-OXIDOREDYCTASE: RV3777
-0.27 hypetheticat-protein: [RENN20E
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