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RV3724NA

SCRIPTIONAL REGULATORY PROTEIN (PROBABLY TETR−FAMILY): RV0238−1.56

O−succinylhomoserine sulfhydrylase: RV0391−1.88

hypothetical protein: RV0608−1.88

log10(P) upstream meme1 2 log10(P.clust)=−1.77; 4 seqs; 4 uniq
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