
500 1000 1500 2000

−
5

0
5

10

Cluster: 0064 mtu; resid: 0.44; r/c: 7/245

−
5

0
5

10

Cluster: 0064 mtu; resid: 0.44; r/c: 7/245

x.range

upstream meme PSSM #1; e=500

1 3 5 7 9 11 13 151 3 5 7 9 11 13 15

x.range

y.
ra
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e

upstream meme PSSM #2; e=2.5e+03

1 3 5 7 91 3 5 7 9

●

●

●

● ●

●

●Rv0862c

Rv3660c

lppW

Rv3657c Rv3658c

Rv3659c

Rv1117

string
operons −200 −100 −1

PROBABLE CONSERVED ALANINE RICH LIPOPROTEIN LPPW: RV2905−2.58

POSSIBLE CONSERVED ALANINE RICH MEMBRANE PROTEIN: RV3657C−4.89

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV3658C−4.89

hypothetical protein: RV3659C−4.89

hypothetical protein: RV3660C−4.89

hypothetical protein: RV1117−7.19

hypothetical protein: RV0862C−7.38

log10(P) upstream meme1 2 log10(P.clust)=−5.24; 7 seqs; 4 uniq
c(0.5, 2.5)
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