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Ipstream meme PSSM #1; e=1.5e-06upstream meme PSSM #2; e=4.7e-05
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Cluster: 0073 mtu; resid: 0.60; r/c: 17/172
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log10(P) upstream meme log10(P.clust)=—8.77; 17 segs; 9 uniq
-14.56 — hypetheticat protei TRVIIO0S

-PROEBABLE TRANSCRIPTIONAL REGULATORYPROTEIN: RV1994C

M-TRANSPI@RD ATP-BINDING PROTEIN ABC TRANSPORTER MODC: RV1859
l|l SPORT INFEGRAL MEMBRANE PROTEIN ABC TRANSPORTER MODB: RV1858

-14PFOBABLE MOLYBDATE-BINDING™EIPOPROTEIN MODA: RV1857

-14.30 " shaklghain dehydrogenase: RV1856C
-14.30 T POSSIRLEOXIDOREDUCTASE: RV1855C
-14.30 PROBABLE"NADH DELN DROGENASE-NDH: RV1854C

-4.69 PUTATIVE TRANSPOSASE (FRAGMENT): RV0850
OTEIN: RV0849
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SULFHYIRRYLASE) (O-ACETYLSERINE (THIOL)-LYASE) (CSASE): RV0848
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