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x.range

upstream meme PSSM #1; e=37

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.2e+04

1 3 5 7 9 11 13 151 3 5 7 9 11 13 15
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string
operons −200 −100 −1

POSSIBLE SECRETED PROTEIN: RV0398C−2.06

hypothetical protein: RV0887C−2.50

hypothetical protein: RV1314C−2.65

POSSIBLE MATURASE: RV0071−2.68

hypothetical protein: RV0579−2.70

hypothetical protein: RV0122−2.79

hypothetical protein: RV0123−2.79

hypothetical protein: RV1499−3.08

hypothetical protein: RV1501−3.87

hypothetical protein: RV1063C−4.62

hypothetical protein: RV1268C−5.56

ACYL−CoA DEHYDROGENASE FADE7: RV0400C−6.33

ribonuclease III: RV2925C−8.50

hypothetical protein: RV2926C−8.50

heat shock protein HtpX: RV0563−11.16

log10(P) upstream meme1 2 log10(P.clust)=−4.65; 15 seqs; 13 uniq
c(0.5, 2.5)
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