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hypothetical protein: RV1288−1.46

PROBABLE FERREDOXIN−DEPENDENT NITRITE REDUCTASE NIRA: RV2391−1.74

hypothetical protein: RV2393−1.74

pyridoxamine 5'−phosphate oxidase: RV2607−2.11

log10(P) upstream meme1 2 log10(P.clust)=−1.76; 4 seqs; 3 uniq
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