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upstream meme PSSM #1; e=0.059
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1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

Rv1510
Rv1702c

Rv2179c

lppP

Rv3360

Rv2177c

Rv2180c

Rv3660c

PPE63

Rv3658c

Rv3655cRv3656c

Rv0488

Rv1724c

Rv2142c
Rv2307c

string
operons −200 −100 −1

hypothetical protein: RV2179C−0.68

Probable conserved integral membrane protein: RV2180C−0.68

hypothetical protein: RV1702C−1.18

PPE FAMILY PROTEIN: RV3539−1.75

PROBABLE LIPOPROTEIN LPPP: RV2330C−2.10

hypothetical protein: RV3655C−2.51

hypothetical protein: RV2307C−4.16

hypothetical protein: RV3656C−4.75

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV3658C−4.75

hypothetical protein: RV3660C−4.75

PROBABLE CONSERVED INTEGRAL MEMBRANE PROTEIN: RV0488−5.65

hypothetical protein: RV1724C−5.85

conserved probable membrane protein: RV1510−6.11

hypothetical protein: RV3360−6.23

hypothetical protein: RV2142C−6.60

POSSIBLE TRANSPOSASE: RV2177C−6.70

log10(P) upstream meme1 2 log10(P.clust)=−4.03; 16 seqs; 13 uniq
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