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−
10

−
5

0
5

Cluster: 0131 mtu; resid: 0.45; r/c: 8/237

x.range

upstream meme PSSM #1; e=58

1 3 5 7 9 11 131 3 5 7 9 11

x.range

y.
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upstream meme PSSM #2; e=110

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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operons −200 −100 −1

PROBABLE MONOPHOSPHATASE: RV3137−2.92

hypothetical protein: RV3908−3.02

hypothetical protein: RV3909−3.02

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV3910−3.02

ERASE) (RNA ADENYLATING ENZYME) (POLY(A) POLYMERASE): RV3907C−4.94

hypothetical protein: RV3254−7.36

PROBABLE CONSERVED INTEGRAL MEMBRANE PROTEIN: RV3271C−12.07

hypothetical protein: RV3272−12.07

log10(P) upstream meme1 2 log10(P.clust)=−6.05; 8 seqs; 6 uniq
c(0.5, 2.5)
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