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string
operons −200 −100 −1

RV0841CNA

HYPOTHETICAL ALANINE RICH PROTEIN: RV2489C−2.43

HYPOTHETICAL PROLINE AND SERINE RICH PROTEIN: RV2451−3.77

PROBABLE CONSERVED LIPOPROTEIN LPPQ: RV2341−3.81

PROBABLE CONSERVED LIPOPROTEIN LPPA: RV2543−4.13

hypothetical protein: RV2545−4.13

hypothetical protein: RV2662−4.70

RNA polymerase sigma factor SigI: RV1189−5.26

hypothetical protein: RV3902C−8.09

HYPOTHETICAL ALANINE AND PROLINE RICH PROTEIN: RV3903C−8.09

TICAL ALANINE RICH PROTEIN) (ESAT−6 LIKE PROTEIN 12): RV3904C−8.09

log10(P) upstream meme1 2 log10(P.clust)=−5.25; 11 seqs; 8 uniq
c(0.5, 2.5)
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