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hypothetical protein: RV2337C−0.45

PII uridylyl−transferase: RV2918C−2.58

E AND GLYCINE RICH PROTEIN) (ESAT−6 LIKE PROTEIN 13): RV3905C−4.20

hypothetical protein: RV3899C−5.14

CONSERVED HYPOTHETICAL ALANINE RICH PROTEIN: RV3900C−5.14

POSSIBLE MEMBRANE PROTEIN: RV3901C−5.14

hypothetical protein: RV2915C−5.18

hypothetical protein: RV3541C−9.47

log10(P) upstream meme1 2 log10(P.clust)=−4.66; 8 seqs; 6 uniq
c(0.5, 2.5)
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