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Cluster: 0165 mtu; resid: 0.44; r/c: 18/235
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Cluster: 0165 mtu; resid: 0.44; r/c: 18/235

x.range

upstream meme PSSM #1; e=0.025

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.071

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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string
operons −200 −100 −1

NADH dehydrogenase subunit C: RV3147−4.78

NADH dehydrogenase subunit D: RV3148−4.78

NADH dehydrogenase subunit E: RV3149−4.78

HAIN F) NUOF (NADH−UBIQUINONE OXIDOREDUCTASE CHAIN F): RV3150−4.78

NADH dehydrogenase subunit G: RV3151−4.78

NADH dehydrogenase subunit H: RV3152−4.78

NADH dehydrogenase subunit I: RV3153−4.78

NADH dehydrogenase subunit J: RV3154−4.78

NADH dehydrogenase subunit K: RV3155−4.78

NADH dehydrogenase subunit L: RV3156−4.78

Probable conserved lipoprotein lppO: RV2290−5.26

POSSIBLE CONSERVED TRANSMEMBRANE PROTEIN: RV3870−5.32

hypothetical protein: RV3871−5.32

POSSIBLE TRANSMEMBRANE CATION TRANSPORTER: RV3200C−6.09

hypothetical protein: RV0598C−6.57

hypothetical protein: RV0599C−6.57

1−deoxy−D−xylulose−5−phosphate synthase: RV2682C−16.72

hypothetical protein: RV2683−16.72

log10(P) upstream meme1 2 log10(P.clust)=−6.46; 18 seqs; 7 uniq
c(0.5, 2.5)
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