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molybdenum cofactor biosynthesis protein C: RV0864−0.48

phosphoglyceromutase: RV0489−2.03

UGAR TRANSFERASE) (SUGAR PHOSPHORYLDOLICHOL SYNTHASE): RV0539−2.41

POSSIBLE DNA GLYCOSYLASE: RV2464C−2.41

ribose−5−phosphate isomerase B: RV2465C−2.41

log10(P) upstream meme1 2 log10(P.clust)=−1.95; 5 seqs; 4 uniq
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