2000

13 Oct 25 14:25:18 iter
cMonkey Version 4.9.8 mtu

upstream meme PSSM #1; e=0.77

[

Cluster: 0171 mtu; resid: 0.49; r/c: 13/235

o _
-

.

|

|
Lr)_

|

“‘ [ \

o - H : |
0 _|
I

|
= |

I
500
upstream meme PSSM #2; e=120

I I I
1000 1500 2000

I I l0og10(P) upstream meme log10(P.clust)=-5.55; 13 segs; 10 uniq
-11.68 — — Maf-like protein: RV3282

-11.68 =) r—rhypothetiE8 protei TIRVE2ST

CD5 [RBBASE) (PROPANOYL -COA:CARBON DIOXIDE LIGASE): RV3280

-11.68 hiotin——protein ligase: RV3279C

-7.21 qupotheticaﬂrotein: RV2954C

|l c L Ac ) 514 short-chain-dehydrogenasé: RV3224
-2.90 PROBABLE-COLDGHOCK-PROTEIN-A-CSPA:[RV3648C

-2.25 ®hypotheticat proteiiiRV3661

-2.05 . hypothetical protein: RV3193C

-2.00 ietexin-Bept: IRVISIEE

-1.50 ATP-dependent Clp pggfease proteolytic subunit: RV2461C

-1.50 ——AFP-dependent-Cip-pggfease-proteolytic-subunit. [RV2460C
—@ZEB\ISERVEDIHYPOTHETICAL PIROL|NE HCH PROTEIN: RV3706C
Rv3706c 2 ol -200 -100 21




